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<110> Lai, Preeti G. 

Warren, Bridget A. 

<120> TNF RECEPTOR 2 RELATED PROTEIN VARIANT 

<130> PC-0050 US 

<140> To Be Assigned 
<141> Herewith 

<160> 20 

<170> PERL Program 

<210> 1 

<211> 399 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7497867CD1 
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<210> 2 
<211> 1982 
<212> DNA 

<213> Homo sapiens 



MP 
SI 



<220> 

<221> misc_feature 
<223> Incyte ID No: 



7497867CB1 



<400> 2 

gccccgcggc 

cccggcctgg 

tgggctcggg 

ggcccccacg 

ctgcccccgg 

cgcagcccca 

aggaatacta 

tctcagctaa 
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cagctcgctc 
ccgctcccgg 
cagccgccgc 
ttgctggccg 
cctggcctgg 
ggcggtgcct 
tgagccccag 
atgtagccgc 
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ggcagggcac 
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cattcatgtc 
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caaggcttgg 
aaggaaccaa 
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cctcccggca 
tgataccaac 
cacacggtca 
aagcttcaga 
agatgaaatt 
attaacaact 



cactcccact 
ccctggggtg 
caccgctgcc 
cctggccgag 
gggcctctgg 
ccatatgcgt 
caccgcatct 
atccgggaca 
ctgaccatct 
ccctgcacaa 
tgggccctcg 
gagctcaaag 
ttccagaata 
ggtctggtgg 
gagccactgc 
cccaatcctg 
gtacagccac 
gccccagttt 
ccgcagttgg 
accggcgggt 
ggaccaccgg 
gagggggacc 
cacctagcgg 
tttatcaccc 
cttctccctt 
gaagcagagc 
ggtacggtgc 
gacccaccca 
tgctgcccac 
cctgcaagga 
gaccctttgg 
atagggagga 
agggggttgg 



tcctgagctc 
cacatcggcc 
caggacgtcg 
tggccgccat 
tgctgggcct 
cggagaacca 
gctgctcccg 
cagtttgtgc 
gccagctgtg 
gcaaacggaa 
agtgtacaca 
atgaagttgg 
cctcctcccc 
aggcagctcc 
ccccagagat 
tagctggaag 
tgctacccat 
tggaggcagg 
aacccgggga 
ctatgactat 
gtcctggaga 
ctggccctcc 
agacagagca 
atgactgact 
gaggctgccc 
cctaagggat 
cctccacagg 
ccccctgggg 
tacagcacgc 
cgtcacgggc 
ggttccacac 
cgctccttcc 
gtaggattcc 



cgccatggga 
ctgagtcccg 
ggcctcctgc 
gctcctgcct 
cttcgggctc 
gacctgcagg 
ctgcccgcca 
cacatgtgcc 
ccgcccctgt 
gacccagtgc 
ctgcgagcta 
gaagggtaac 
cagcgcccgc 
aggcactgcc 
gtcaggatcg 
ctgggagcct 
ttctggagat 
ggtgccgcaa 
gcagagccag 
cactggcaac 
cctcccagct 
cgggctctct 
ctgtggtgcc 
gagtctgaga 
tgcccacgtg 
taaggctcag 
actctcccta 
ctgctcagcc 
cgcaccggag 
ccctctaaag 
ttcacgtgga 
ctcccctcct 
taggtatggg 



gccctggagg 
tcccaggctc 
cttcctccca 
tgggccacct 
ctggcagcat 
gaccaggaaa 
ggcacctatg 
gagaattcct 
gacccagtga 
cgctgccagc 
ctttctgact 
aaccactgcg 
tgccagcccc 
cagtccgaca 
ctgctcaaga 
ccgaaggccc 
gtttccccag 
cagcagagtc 
gtggcccacg 
atctacatct 
acccccgaac 
acaccccacc 
acaccctcta 
aaaggcagaa 
ggattcacag 
acacctctga 
ctgcctgagc 
tcaggcacgg 
cacggcaccg 
gattcgtggt 
ctgaggtaga 
agaggagagg 
gaagagtttt 
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<210> 3 

<211> 392 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 8113313H1 
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<400> 3 

gccccgcggc 

cccggcctgg 

tgggctcggg 

ggcccccacg 

ctgcccccgg 

cgcagcccca 

aggaatacta 



cagctcgctc 
ccgctcccgg 
cagccgccgc 
ttgctggccg 
cctggcctgg 
ggcggtgcct 
tgagccccag 



cactcccact 
ccctggggtg 
caccgctgcc 
cctggccgag 
gggcctctgg 
ccatatgcgt 
caccgcatct 



tcctgagctc 
cacatcggcc 
caggacgtcg 
tggccgccat 
tgctgggcct 
cggagaacca 
gc 



cgccatggga 
ctgagtcccg 
ggcctcctgc 
gctcctgcct 
cttcgggctc 
gacctgcagg 



gccctggagg 60 
tcccaggctc 120 
cttcctccca 180 
tgggccacct 240 
ctggcagcat 300 
gaccaggaaa 360 
392 



<210> 4 

<211> 526 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 8235763H1 



Uf 



<400> 4 

ctgagctccg ccatgggagc cctggaggcc cggcctggcc gctcccggcc ctggggtgca 60 
catcggccct gagtcccgtc ccaggctctg ggctcgggca gccgccgcca ccgctgccca 12 0 
ggacgtcggg cctcctgcct tcctcccagg cccccacgtt gctggccgcc tggccgagtg 180 
gccgccatgc tcctgccttg ggccacctct gcccccggcc tggcctgggg gcctctggtg 240 
ctgggcctct tcgggctcct ggcagcatcg cagccccagg cggtgcctcc atatgcgtcg 3 00 
gagaaccaga cctgcaggga ccaggaaaag gaatactatg agccccagca ccgcatctgc 360 
tgctcccgct gcccgccagg cacctatgtc tcagctaaat gtagccgcat ccgggacaca 420 
gtttgtgcca catgtgccga gaattcctac aacgagcact ggaactacct gaccatctgc 480 
cagctgtgcc gcccctgtga cccagtgatg ggcctcgagg agattg 526 

<210> 5 

<211> 436 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 4048821H1 



<400> 5 

gaactacctg accatctgcc agctgtgccg cccctgtgac ccagtgatgg gcctcgagga 60 
gattgccccc tgcacaagca aacggaagac ccagtgccgc tgccagccgg gaatgttctg 120 
tgctgcctgg gccctcgagt gtacacactg cgagctactt tctgactgcc cgcctggcac 180 
tgaagccgag ctcaaagatg aagttgggaa gggtaacaac cactgcgtcc cctgcaaggc 240 
agggcacttc cagaatacct cctcccccag cgctcgctgc cagccccaca ccaggtgtga 300 
gtgatgggcc tcgaggagat tgccccctgc acaagcaaac ggaagaccca gtgccgctgc 360 
cagccgggaa tgttctgtgc tgcctgggcc ctcgagtgta cacactgcga gctactttct 420 
gactgcccgc ctggca 436 



<210> 6 

<211> 135 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 2105134H1 



<400> 6 

tgatgggcct cgaggagatt gccccctgca 
agccgggaat gttctgtgct gcctgggccc 
actgcccgcc tggca 

<210> 7 

<211> 651 

<212> DNA 

<213> Homo sapiens 



caagcaaacg gaagacccag tgccgctgcc 60 
tcgagtgtac acactgcgag ctactttctg 120 

135 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 7716364H1 



<400> 7 

gggaatgggg 

cccagtactg 

acatgaatgc 

tccctggtca 

gcggggagcc 

aagtcaggga 

ccctctccct 

aatggatttt 

tggttctcac 

gtgccctgcc 

ggctacagtg 



tataggaggt 
gtccattgta 
cattggtacc 
ggtccagagg 
cagtggatac 
agtatggatg 
gcggacgcct 
tgcaggttgt 
acctggtgtg 
ttgcagggga 
gcaggcgggc 



tcgggggtag 
gatgtagatg 
gtgggccacc 
actctgctgt 
tggggaaaca 
ggccttcgga 
cttgagcagc 
gtcggactgg 
gggctggcag 
cgcagtggtt 
agtcagaaag 



ctagggaggt 
ttgccagtga 
tggctctgct 
tgcggcaccc 
tctccagaaa 
ggctcccagc 
gatcctgaca 
gcagtgcctg 
cagggcgctg 
gttacccttc 
tagctcgcag 



ctccaggacc 
tagtcataga 
ccccgggttc 
ctgcctccaa 
tgggtagcag 
ttccagctac 
tctctggggg 
gagctgcctc 
ggggaggagg 
ccaacttcat 
gtgtacactc 



cggtggtccc 
cccgccggtg 
caactgcggc 
aactggggct 
tggctgtacc 
aggattgggt 
cagtggctct 
caccagacct 
tattctggaa 
ctttgagctc 

g 
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120 
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240 

300 

360 

420 
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600 

651 



<210> 8 

<211> 574 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 8234468H1 



<400> 8 

ctggtggagg 

ccactgcccc 

aatcctgtag 

cagccactgc 

ccagttttgg 

cagttggaac 

ggcgggtcta 

ccaccgggtc 

ggggaccctg 

ctagcggaga 



cagctccagg 
cagagatgtc 
ctggaagctg 
tacccatttc 
aggcaggggt 
ccggggagca 
tgactatcac 
ctggagacct 
gccctcccgg 
cagagcactg 



cactgcccag 
aggatcgctg 
ggagcctccg 
tggagatgtt 
gccgcaacag 
gagccaggtg 
tggcaacatc 
cccagctacc 
gctctctaaa 
tggtgcacac 



tccgacacaa 
ctcaagaggc 
aaggcccatc 
tccccagtat 
cagagtcctc 
gcccacggta 
tacatctaca 
cccgaacctc 
ccccaccagg 
cctc 



cctgcaaaaa 
gtccgcaggg 
catacttccc 
ccactgggct 
tggacctgac 
ccaatggcat 
atggaccagt 
cataccccat 
aagatggcaa 



tccattagag 
agagggaccc 
tgacttggta 
ccccgcagcc 
cagggagccg 
tcatgtcacc 
actgcgggga 
tcccgaagag 
ggcttgggac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

574 



<210> 9 

<211> 425 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7716340H1 

<400> 9 

gggaatgggg tatggaggtt cgggggtagc tgggaggtct ccaggacccg gtggtccccc 60 
cagtactggt ccattgtaga tgtagatgtt gccagtgata gtcatagacc cgccggtgac 120 
atgaatgcca ttggtaccgt gggccacctg gctctgctcc ccgggttcca actgcggctc 180 
cctggtcagg tccagaggac tctgctgttg cggcacccct gcctccaaaa ctggggctgc 240 
ggggagccca gtggatactg gggaaacatc tccagaaatg ggtagcagtg gctgtaccaa 300 
gtcagggaag tatggatggg ccttcggagg ctcccagctt ccagctacag gattgggtcc 360 
ctctccctgc ggacgcctct tgagcagcga tcctgacatc tctgggggca gtggctctaa 420 
tggat 425 



<210> 10 

<211> ,219 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 697459H1 
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<220> 

<221> unsure 
<222> 76, 131 

<223> a, t, c, g, or other 



<400> 10 

cacgcgtccg atcactggca 
gggtcctgga gacctnccag 
ccctggccct nccgggctct 
ggagacagag cactgtggtg 



acatctacat ctacaatgga 
ctacccccga acctccatac 
ctacacccca ccaggaagat 
ccacaccctc taacagggg 



ccagtactgg ggggaccacc 60 
cccattcccg aagaggggga 120 
ggcaaggctt ggcacctagc 180 

219 



<210> 11 
<211> 279 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3321983H1 



<400> 11 

gaccagtact ggggggacca ccgggtcctg gagacctccc agctaccccc gaacctccat 60 
accccattcc cgaagagggg gaccctggcc ctcccgggct ctctacaccc caccaggaag 120 
atggcaaggc ttggcaccta gcggagacag agcactgtgg tgccacaccc tctaacaggg 180 
gcccaaggaa ccaatttatc acccatgact gactgagtct gagaaaaggc agaagaaggg 240 
gggcacaagg gcaccttctc ccttgaggct gccctgccc 279 



<210> 12 
<211> 862 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 8576918T1 



<400> 12 

ttcccctata cctaggaatc ctacccaacc ccctaagttt gttaatgact ccctttcctc 60 
tcctctagga ggggagggaa ggagcgtcct ccctataatt tcatcttcat gcagggtcta 120 
cctcagtcca cgtgaagtgt ggaaccccaa agggtctctg aagcttgggg atgagcacca 180 
cgaatccttt aaggggcccg tgacgtcctt gcaggtgacc gtgtggcggc tccctcggtt 240 
gccgtgctcc ggtgcggcgt gctgtagtgg gcagcagttg gtatcatgtg ccctgtccgt 300 
gcctgaggct gagcagcccc aggggtgggt gggtctgccg ggaggcctca ggtttgctca 3 60 
ggcagtaggg agagtcctgt ggagggcacc gtacccagcc agtgcccacc tgctctcaga 420 
ggtgtctgag ccttaatccc ttagggctct gcttccccgg gccctactca ggcccctgtg 480 
aatcccacgt gggcagggca gcctcaaggg agaaggtgcc cttgtgcccc ccttcttctg 540 
ccttttctca gactcagtca gtcatgggtg ataaattggt tccttgggcc cctgttagag 600 
ggtgtggcac cacagttgct ctgtctccgc taggtgccaa agccttgccc atcttcctgg 660 
tggggtgtag agagcccggg aggccagggt ccctctcttc ggggaatggg gtatggaagg 720 
gtccggggta gcctgggagg tctccaggac ccggtggtct cccccagtac ttggtccctt 7 80 
gttgaatttc gacttttgcc cgtgattgtt cttgaaccgc cggtacctta ttgccttggg 840 
tacccggggc cactggctct gc 862 



<210> 13 
<211> 206 
<212> DNA 

<213> Rattus norvegicus 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 700302531H1 



<400> 13 

cctgatccag gccagggagc 
tgcgaatggc attcacgtga 
caatgggcca gtgctggggg 



tggaggctga gcctggggaa 
ccggaggctc tgtgactgtc 
gaacacgggg ccctggagac 



catggccagg tggcccacgg 60 
accggcaata tctacatata 120 
cctccagctc cccctgagcc 180 



tccatacccg actcccgaag agggag 206 

<210> 14 
<211> 548 
<212> DNA 

<213> Rattus norvegicus 
<220> 

<221> misc_feature 

<223> Incyte ID No: 702152066H1 



<400> 14 

gcatcaagtc 

cagccaagac 

tctcttctcc 

cccctgcacc 

tttggacaat 

agaagctgag 

aggacacttc 

gagccagggc 

tccacccgag 

tctgcttt 



tgctgctccc 
acggtttgca 
tgccagctgt 
agcgatcgga 
gagtgtgtgc 
gtcacagatg 
cagaacacgt 
ctggtggagg 
gcagcaggaa 



gctgtccccc 
agacttgcct 
gccgcccctg 
aacccgagtg 
actgtgagga 
aaattatgga 
cctcccccag 
cagcttcagg 
caatgctgct 



aggcaagttt 
ccataattcc 
tgactctgtg 
ccgctgcaag 
ggagcggctt 
tactgaagtc 
agcccgctgt 
tacctcgtac 
actagccatc 



gtccatgctg 
tacaacgaac 
ctgggcttcg 
ccggggatgt 
gtactctgcc 
aactgtgtcc 
caaccccaca 
tctgacacca 
ctgctgtcgc 



tctgcagccc 
actggaacca 
aggagattgc 
cctgcgtgta 
ggcctggcac 
cctgtaagcc 
ccaggtgtga 
tctgtaaaaa 
tggtcttctt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

548 



<210> 15 
<211> 471 
<212> DNA 

<213> Rattus norvegicus 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 702022948H1 



<400> 15 

agacacggtt 

ctcctgccag 

accagcgatc 

aatgagtgtg 

gaggtcacag 

ttccagaaca 

ggcctggtgg 

gaggaagaag 



tgcaagactt 
ctgtgccgcc 
ggaaacccga 
tgcactgtga 
atgaaattat 
cgtcctcccc 
aggcagcttc 
gaacaatgct 



gcctcaataa 
ctgtgactct 
gtgccgctgc 
ggaggagcgg 
ggatactgaa 
cagagcccgc 
aggtacctcg 
gctactagcc 



ttcctacaac 
gtgctgggct 
aagccgggga 
cttgtactct 
gtcaactgtg 
tgtcaacccc 
tactctgaca 
atcctgctgt 



gaacactgga 
tcgaggagat 
tgtcctgcgt 
gacggcctgg 
tcccctgtaa 
acaccaggtg 
acatctgtaa 
cgctggtctt 



accatctctt 
tgccccctgc 
gtatttggac 
cacagaagct 
gccaggacac 
tgagagccag 
aaatccaacc 
c 



60 

120 

180 

240 

300 

360 

420 

471 



<210> 16 
<211> 371 
<212> DNA 

<213> Canis familiaris 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 702245091H1 



<400> 16 

ccagactccc 

gccaggccag 

atggcattca 

ggccagtact 

accccacccc 

atggcaaagc 

gacaaggacc 



agcaccccca 
agagctggag 
cgtcaccggc 

ggggggagca 

tgaagagggt 
ttggcacctg 
c 



agtctggagg 
cctgagctcc 
gggtctgtga 
cgaggccctg 
gcccctggcc 
gctgaaacag 



aagagatgct 
cagaacaagg 
ctgtgactgg 
gagacccccc 
ctcctgggct 
agaccctggg 



acagcagcag 
ccaggtggcc 
caacatctac 
tgcttcccca 
ctctacaccc 
gtgccatgcc 



agtcctctca 60 
cacggtacca 12 0 
atctacaatg 180 
gagcctccat 240 
taccaggagg 3 00 
ctctaacagg 360 
371 



<210> 17 
<211> 618 
<212> DNA 

<213> Macaca fascicularis 



<220> 



6 



PC-0050 US 




<221> misc_f eature 

<223> Incyte ID No: 703193780J1 



<400> 17 

atttgcatgt 

cccacaccta 

ggaggggagg 

ccatgtgaag 

tttagagggc 

tccggtgcgg 

gctgagcagc 

agggagagtc 

tgagctttcg 

acatgggcag 

tcagacgcca 



ggttacaata 
ggaatcctac 
gaaggagcgt 
tgtggaaccc 
ccggtgacgt 
cgtgccatag 
cccagtgggt 
ctgtggaggg 
tcccttaggg 
ggtggcctca 
tcagtcat 



taaatacact 
ccaaccccta 
cctccctata 
caaagggcct 
ccttggaggt 
tgggcagcag 
gggcgggtct 
catcgtaccc 
ctctgcctcc 
aggagaaggt 



cgccattttc 
gttgttaatg 
atttcatcct 
ctgaagcttg 
gaccatgtgg 
ttggtatcat 
gccaggaggc 
agccagtgcc 
ccgggcctac 
gccctgttgc 



ctccccttcc 
actccctttc 
catgcagggt 
gggataagca 
cggctccctc 
gtgccctgtc 
ctcaggtttg 
cacctgctct 
tcaggccccc 
ctccaatctt 



aaaactcttc 
ctctcctcta 
ctacctcagt 
ccacgaatcc 
agtgccgtgc 
cgtgcccgag 
ctcaggcagt 
cgggggtgtc 
tgtgaatccc 
ctggcttttc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

618 



<210> 18 
<211> 536 
<212> DNA 

<213> Macaca fascicularis 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



703678967J1 



<400> 18 

tatttgcatg 

ccccacacct 

aggaggggag 

tccatgtgaa 

ctttagaggg 

ctccggtgcg 

ggctgagcag 

tagggagagt 

ctgagctttc 



tggttacaat 
aggaatccta 
ggaaggagcg 
gtgtggaacc 
cccggtgacg 
gcgtgccata 
ccccagtggg 
cctgtggagg 
gtcccttagg 



ataaatacac 
cccaacccct 
tcctccctat 
ccaaagggcc 
tccttggagg 
gtgggcagca 
tgggcgggtc 
gcatcgtacc 
gctctgcctc 



tcgccatttt 
agttgttaat 
aatttcatcc 
tctgaagctt 
tgaccatgtg 
gttgttatca 
tgccaggagg 
cagccagtgc 
cccgggccct 



cctccccttc 
gactcccttt 
tcatgcaggg 
ggggataagc 
gcggctccct 
tgtgccctgt 
cctcaggttt 
ccacctgctc 
actcaggccc 



caaaactctt 
cctctcctct 
tctacctcag 
accactaatc 
cagtgccgtg 
ccgtgcccga 
gctcaggcag 
tcgggggtgt 
cctgtg 



60 

120 

180 

240 

300 

360 

420 

480 

536 



<210> 19 
<211> 435 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_ feature 
<223> Incyte ID No: 



<400> 19 
Met Leu Leu Pro 
1 

Pro Leu Val Leu 
Gin Ala Val Pro 
Gin Glu Lys Glu 
Arg Cys Pro Pro 
Arg Asp Thr Val 
His Trp Asn Tyr 
Pro Val Met Gly 
Lys Thr Gin Cys 
Ala Leu Glu Cys 



Trp 
5 

Gly 

20 
Pro 

35 
Tyr 

50 
Gly 

65 
Cys 

80 
Leu 

95 
Leu 
110 
Arg 
125 
Thr 
140 



g339762 

Ala Thr 
Leu Phe 
Tyr Ala 
Tyr Glu 
Thr Tyr 
Ala Thr 
Thr lie 
Glu Glu 
Cys Gin 
His Cys 



Ser Ala 
Gly Leu 
Ser Glu 
Pro Gin 
Val Ser 
Cys Ala 
Cys Gin 
lie Ala 
Pro Gly 
Glu Leu 



Pro 

10 
Leu 

25 
Asn 

40 
His 

55 
Ala 

70 
Glu 

85 
Leu 
100 
Pro 
115 
Met 
130 
Leu 
145 



Gly Leu Ala Trp 
Ala Ala Ser Gin 
Gin Thr Cys Arg 
Arg lie Cys Cys 
Lys Cys Ser Arg 
Asn Ser Tyr Asn 
Cys Arg Pro Cys 
Cys Thr Ser Lys 
Phe Cys Ala Ala 
Ser Asp Cys Pro 



Gly 

15 
Pro 

30 
Asp 

45 
Ser 

60 
He 

75 
Glu 

90 
Asp 
105 
Arg 
120 
Trp 
135 
Pro 
150 
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Gly 


Thr 


Glu 


Ala 


Glu 
155 


Leu 


Lys 


Asp 


Glu 


Val 
160 


Gly 


Lys 


Gly 


Asn 


Asn 
165 


* 


His 


Cys 


Val 


Pro 


Cys 
170 


Lys 


Ala 


Gly 


His 


Phe 
175 


Gin 


Asn 


Thr 


Ser 


Ser 
180 




Pro 


Ser 


Ala 


Arg 


Cys 
185 


Gin 


Pro 


His 


Thr 


Arg 
190 


Cys 


Glu 


Asn 


Gin 


Gly 
195 




Leu 


Val 


Glu 


Ala 


Ala 
200 


Pro 


Gly 


Thr 


Ala 


Gin 
205 


Ser 


Asp 


Thr 


Thr 


Cys 
210 




Lys 


Asn 


Pro 


Leu 


Glu 
215 


Pro 


Leu 


Pro 


Pro 


Glu 
220 


Met 


Ser 


Gly 


Thr 


Met 
225 




Leu 


Met 


Leu 


Ala 


Val 
230 


Leu 


Leu 


Pro 


Leu 


Ala 
235 


Phe 


Phe 


Leu 


Leu 


Leu 
240 




Ala 


Thr 


Val 


Phe 


Ser 
245 


Cys 


He 


Trp 


Lys 


Ser 
250 


His 


Pro 


Ser 


Leu 


Cys 
255 




Arg 


Lys 


Leu 


Gly 


Ser 
260 


Leu 


Leu 


Lys 


Arg 


Arg 
265 


Pro 


Gin 


Gly 


Glu 


Gly 
270 




Pro 


Asn 


Pro 


Val 


Ala 
275 


Gly 


Ser 


Trp 


Glu 


Pro 
280 


Pro 


Lys 


Ala 


His 


Pro 
285 




Tyr 


Phe 


Pro 


Asp 


Leu 


Val 


Gin 


Pro 


Leu 


Leu 


Pro 


He 


Ser 


Gly Asp 












290 










295 










300 




Val 


Ser 


Pro 


Val 


Ser 


Thr 


Gly 


Leu 


Pro 


Ala 


Ala 


Pro 


Val 


Leu 


Glu 












305 










310 










315 




Ala 


Gly 


Val 


Pro 


Gin 


Gin 


Gin 


Ser 


Pro 


Leu 


Asp 


Leu 


Thr 


Arg 


Glu 


SI 










320 










325 










330 




Pro 


Gin 


Leu 


Glu 


Pro 


Gly 


Glu 


Gin 


Ser 


Gin 


Val 


Ala 


His 


Gly 


Thr 


2 i I 

f 










335 










340 










345 


Asn 


Gly 


He 


His 


Val 
350 


Thr 


Gly 


Gly 


Ser 


Met 
355 


Thr 


He 


Thr 


Gly 


Asn 
360 




lie 


Tyr 


He 


Tyr 


Asn 
365 


Gly 


Pro 


Val 


Leu 


Gly 
370 


Gly 


Pro 


Pro 


Gly 


Pro 
375 


S! 


Gly 


Asp 


Leu 


Pro 


Ala 


Thr 


Pro 


Glu 


Pro 


Pro 


Tyr 


Pro 


He 


Pro 


Glu 












380 










385 










390 


iU 


Glu 


Gly 


Asp 


Pro 


Gly 


Pro 


Pro 


Gly 


Leu 


Ser 


Thr 


Pro 


His 


Gin 


Glu 


SI 










395 










400 










405 




Asp 


Gly 


Lys 


Ala 


Trp 


His 


Leu 


Ala 


Glu 


Thr 


Glu 


His 


Cys 


Gly Ala 












410 










415 










420 




Thr 


Pro 


Ser 


Asn 


Arg 
425 


Gly 


Pro 


Arg 


Asn 


Gin 
430 


Phe 


He 


Thr 


His 


Asp 
435 



<210> 20 
<211> 415 
<212> PRT 

<213> Mus musculus 
<220> 

<221> misc_feature 

<223> Incyte ID No: g600223 

<400> 20 



Met 


Arg 


Leu 


Pro 


Arg 


Ala 


Ser 


Ser 


Pro 


Cys 


Gly 


Leu 


Ala 


Trp 


Gly 


1 








5 










10 










15 


Pro 


Leu 


Leu 


Leu 


Gly 
20 


Leu 


Ser 


Gly 


Leu 


Leu 
25 


Val 


Ala 


Ser 


Gin 


Pro 
30 


Gin 


Leu 


Val 


Pro 


Pro 
35 


Tyr 


Arg 


He 


Glu 


Asn 
40 


Gin 


Thr 


Cys 


Trp 


Asp 
45 


Gin 


Asp 


Lys 


Glu 


Tyr 
50 


Tyr 


Glu 


Pro 


Met 


His 
55 


Asp 


Val 


Cys 


Cys 


Ser 
60 


Arg 


Cys 


Pro 


Pro 


Gly 
65 


Glu 


Phe 


Val 


Phe 


Ala 
70 


Val 


Cys 


Ser 


Arg 


Ser 
75 


Gin 


Asp 


Thr 


Val 


Cys 
80 


Lys 


Thr 


Cys 


Pro 


His 
85 


Asn 


Ser 


Tyr 


Asn 


Glu 
90 


His 


Trp 


Asn 


His 


Leu 
95 


Ser 


Thr 


Cys 


Gin 


Leu 
100 


Cys 


Arg 


Pro 


Cys 


Asp 
105 


He 


Val 


Leu 


Gly 


Phe 
110 


Glu 


Glu 


Val 


Ala 


Pro 
115 


Cys 


Thr 


Ser 


Asp 


Arg 
120 
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Lys 


Ala 


Glu 


Cys 


Arg 


C^s 


Gin 


Pro 


Gly 


Met 


Ser 


Cys 


Val 


Tyr 


Leu 












125 








130 










135 




Asp 


Asn 


Glu 


Cys 


Val 
140 


His 


Cys 


Glu 


Glu 


Glu 
145 


Arg 


Leu 


Val 


Leu 


Cys 
150 




Gin 


Pro 


Gly 


Thr 


Glu 

155 


Ala 


Glu 


Val 


Thr 


Asp 
160 


Glu 


He 


Met 


Asp 


Thr 
165 




Asp 


Val 


Asn 


Cys 


Val 
170 


Pro 


Cys 


Lys 


Pro 


Gly 
175 


His 


Phe 


Gin 


Asn 


Thr 
180 




Ser 


Ser 


Pro 


Arg 


Ala 
185 


Arg 


Cys 


Gin 


Pro 


His 
190 


Thr 


Arg 


Cys 


Glu 


He 
195 




Gin 


Gly 


Leu 


Val 


Glu 
200 


Ala 


Ala 


Pro 


Gly 


Thr 
205 


Ser 


Tyr 


Ser 


Asp 


Thr 
210 




He 


Cys 


Lys 


Asn 


Pro 
215 


Pro 


Glu 


Pro 


Gly 


Ala 
220 


Met 


Leu 


Leu 


Leu 


Ala 
225 




He 


Leu 


Leu 


Ser 


Leu 
230 


Val 


Leu 


Phe 


Leu 


Leu 
235 


Phe 


Thr 


Thr 


Val 


Leu 
240 




Ala 


Cys 


Ala 


Trp 


Met 
245 


Arg 


His 


Pro 


Ser 


Leu 
250 


Cys 


Arg 


Lys 


Leu 


Gly 
255 




Thr 


Leu 


Leu 


Lys 


Arg 


His 


Pro 


Glu 


Gly 


Glu 


Glu 


Ser 


Pro 


Pro 


Cys 












260 










265 










270 


uj 


Pro 


Ala 


Pro 


Arg 


Ala 


Asp 


Pro 


His 


Phe 


Pro 


Asp 


Leu 


Ala 


Glu 


Pro 












275 










280 










285 


S s 

%\ 


Leu 


Leu 


Pro 


Met 


Ser 
290 


Gly 


Asp 


Leu 


Ser 


Pro 
295 


Ser 


Pro 


Ala 


Gly 


Pro 
300 


W 


Pro 


Thr 


Ala 


Pro 


Ser 


Leu 


Glu 


Glu 


Val 


Val 


Leu 


Gin 


Gin 


Gin 


Ser 










305 










310 










315 




Pro 


Leu 


Val 


Gin 


Ala 


Arg 


Glu 


Leu 


Glu 


Ala 


Glu 


Pro 


Gly 


Glu 


His 












320 










325 










330 




Gly 


Gin 


Val 


Ala 


His 


Gly 


Ala 


Asn 


Gly 


He 


His 


Val 


Thr 


Gly 


Gly 












335 










340 










345 


n) 


Ser 


Val 


Thr 


Val 


Thr 
350 


Gly 


Asn 


He 


Tyr 


He 
355 


Tyr 


Asn 


Gly 


Pro 


Val 
360 




Leu 


Gly 


Gly 


Thr 


Arg 


Gly 


Pro 


Gly 


Asp 


Pro 


Pro 


Ala 


Pro 


Pro 


Glu 












365 










370 










375 




Pro 


Pro 


Tyr 


Pro 


Thr 


Pro 


Glu 


Glu 


Gly 


Ala 


Pro 


Gly 


Pro 


Ser 


Glu 


M 










380 










385 










390 




Leu 


Ser 


Thr 


Pro 


Tyr 
395 


Gin 


Glu 


Asp 


Gly 


Lys 
400 


Ala 


Trp 


His 


Leu 


Ala 
405 




Glu 


Thr 


Glu 


Thr 


Leu 
410 


Gly 


Cys 


Gin 


Asp 


Leu 
415 
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